Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Anne Corrigan 

Timestamp : [year=2008; month=12; day=2; hr=15; min=8; sec=42; ms = 42 9 ; 



Reviewer Comments : 

<210> 1 

<211> 2827 

<212> RNA 

<213> Homo sapien 

<400> 1 

aggatggaag tgcagttagg gctgggaagg gtctaccctc ggccgccgtc caagacctac 60 

cgaggagctt tccagaatct gttccagagc gtccgcgaag tgatccagaa cccgggcccc 120 

aggcacccag aggccgcgag cgcagcacct cccggcgcca gtttgctgct gctgcagcag 180 

Since the above <212> response is "RNA," no t's are allowed. For a 
combined DNA/RNA sequence, use "<212> DNA" and explain in the <220>- 
<223> section that it is a combined DNA/RNA sequence. 



Please change the above <213> response to "Homo sapiens" (same in 
Sequence 2 ) . 
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Error Description 

Undefined organism found in <213> in SEQ ID (1) 
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5) SEQID(l) 
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101) SEQID (1) 



Input Set: 



Output Set: 



Started: 2008-11-29 06:04:13.033 

Finished: 2008-11-29 06:04:15.258 

Elapsed: 0 hr(s) 0 min(s) 2 sec(s) 225 ms 

Total Warnings : 2 

Total Errors: 563 
No. of SeqIDs Defined: 3 
Actual SeqID Count: 3 

Error code Error Description 

E 256 »t' found in RNA; POS (104) SEQID(l) 

This error has occured more than 20 times, will not be displayed 

W 402 Undefined organism found in <213> in SEQ ID (2) 



<210> 1 

<211> 2827 

<212> RNA 

<213> Homo sapien 



<400> 1 

aggatggaag tgcagttagg gctgggaagg gtctaccctc ggccgccgtc caagacctac 60 

cgaggagctt tccagaatct gttccagagc gtccgcgaag tgatccagaa cccgggcccc 120 

aggcacccag aggccgcgag cgcagcacct cccggcgcca gtttgctgct gctgcagcag 180 

cagcagcagc agcagcagca gcagcagcag cagcagcagc aagagactag ccccaggcag 2 40 

cagcagcagc agcagggtga ggatggttct ccccaagccc atcgtagagg ccccacaggc 300 

tacctggtcc tggatgagga acagcaacct tcacagccgc agtcggccct ggagtgccac 360 

cccgagagag gttgcgtccc agagcctgga gccgccgtgg ccgccagcaa ggggctgccg 420 

cagcagctgc cagcacctcc ggacgaggat gactcagctg ccccatccac gttgtccctg 480 

ctgggcccca ctttccccgg cttaagcagc tgctccgctg accttaaaga catcctgagc 540 

gaggccagca ccatgcaact ccttcagcaa cagcagcagg aagcagtatc cgaaggcagc 600 

agcagcggga gagcgaggga ggcctcgggg gctcccactt cctccaagga caattactta 660 

gggggcactt cgaccatttc tgacaacgcc aaggagttgt gtaaggcagt gtcggtgtcc 720 

atgggcctgg gtgtggaggc gttggagcat ctgagtccag gggaacagct tcggggggat 7 80 

tgcatgtacg ccccactttt gggagttcca cccgctgtgc gtcccactcc ttgtgcccca 840 

ttggccgaat gcaaaggttc tctgctagac gacagcgcag gcaagagcac tgaagatact 900 

gctgagtatt cccctttcaa gggaggttac accaaagggc tagaaggcga gagcctaggc 960 

tgctctggca gcgctgcagc agggagctcc gggacacttg aactgccgtc taccctgtct 1020 

ctctacaagt ccggagcact ggacgaggca gctgcgtacc agagtcgcga ctactacaac 1080 

tttccactgg ctctggccgg accgccgccc cctccgccgc ctccccatcc ccacgctcgc 1140 

atcaagctgg agaacccgct ggactacggc agcgcctggg cggctgcggc ggcgcagtgc 1200 

cgctatgggg acctggcgag cctgcatggc gcgggtgcag cgggacccgg ttctgggtca 1260 

ccctcagccg ccgcttcctc atcctggcac actctcttca cagccgaaga aggccagttg 1320 

tatggaccgt gtggtggtgg tgggggtggt ggcggcggcg gcggcggcgg cggcggcggc 138 0 

gaggcgggag ctgtagcccc ctacggctac actcggcccc ctcaggggct ggcgggccag 1440 

gaaagcgact tcaccgcacc tgatgtgtgg taccctggcg gcatggtgag cagagtgccc 1500 

tatcccagtc ccacttgtgt caaaagcgaa atgggcccct ggatggatag ctactccgga 1560 

ccttacgggg acatgcgttt ggagactgcc agggaccatg ttttgcccat tgactattac 1620 

tttccacccc agaagacctg cctgatctgt ggagatgaag cttctgggtg tcactatgga 1680 

gctctcacat gtggaagctg caaggtcttc ttcaaaagag ccgctgaagg gaaacagaag 1740 

tacctgtgcg ccagcagaaa tgattgcact attgataaat tccgaaggaa aaattgtcca 1800 

tcttgtcgtc ttcggaaatg ttatgaagca gggatgactc tgggagcccg gaagctgaag 1860 

aaacttggta atctgaaact acaggaggaa ggagaggctt ccagcaccac cagccccact 192 0 

gaggagacaa cccagaagct gacagtgtca cacattgaag gctatgaatg tcagcccatc 1980 

tttctgaatg tcctggaagc cattgagcca ggtgtagtgt gtgctggaca cgacaacaac 2040 

cagcccgact cctttgcagc cttgctctct agcctcaatg aactgggaga gagacagctt 2100 

gtacacgtgg tcaagtgggc caaggccttg cctggcctcc gcaacttaca cgtggacgac 2160 

cagatggctg tcattcagta ctcctggatg gggctcatgg tgtttgccat gggctggcga 2220 

tccttcacca atgtcaactc caggatgctc tacttcgccc ctgatctggt tttcaatgag 2280 

taccgcatgc acaagtcccg gatgtacagc cagtgtgtcc gaatgaggca cctctctcaa 2340 

gagtttggat ggctccaaat caccccccag gaattcctgt gcatgaaagc catgctactc 2400 

ttcagcatta ttccagtgga tgggctgaaa aatcaaaaat tctttgatga acttcgaatg 2460 

aactacatca aggaactcga tcgtatcatt gcatgcaaaa gaaaaaatcc cacatcctgc 2520 

tcaagacgct tctaccagct caccaagctc ctggactccg tgcatcctat tgcgagagag 2580 

ctgcatcagt tcacttttga cctgctaatc aagtcacaca tggtgagcgt ggactttccg 2640 

gaaatgatgg cagagatcat ctctgtgcaa gtgcccaaga tcctttctgg gaaagtcaag 2700 

cccatctatt tccacaccca gtgaagcatt ggaaacccta tttccccacc ccagctcatg 2760 

ccccctttca gatgtcttct gcctgttata actctgcact actcctctgc agtgccttgg 2820 
ggaattt 2827 



<210> 2 
<211> 906 



<212> PRT 

<213> Homo sapien 



<400> 2 

Met Glu Val Gin Leu Gly Leu Gly Arg Val Tyr Pro Arg Pro Pro Ser 

15 10 15 

Lys Thr Tyr Arg Gly Ala Phe Gin Asn Leu Phe Gin Ser Val Arg Glu 

20 25 30 

Val lie Gin Asn Pro Gly Pro Arg His Pro Glu Ala Ala Ser Ala Ala 

35 40 45 

Pro Pro Gly Ala Ser Leu Leu Leu Leu Gin Gin Gin Gin Gin Gin Gin 

50 55 60 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Glu Thr Ser Pro Arg Gin Gin 
65 70 75 80 

Gin Gin Gin Gin Gly Glu Asp Gly Ser Pro Gin Ala His Arg Arg Gly 

85 90 95 

Pro Thr Gly Tyr Leu Val Leu Asp Glu Glu Gin Gin Pro Ser Gin Pro 

100 105 110 

Gin Ser Ala Leu Glu Cys His Pro Glu Arg Gly Cys Val Pro Glu Pro 

115 120 125 

Gly Ala Ala Val Ala Ala Ser Lys Gly Leu Pro Gin Gin Leu Pro Ala 

130 135 140 

Pro Pro Asp Glu Asp Asp Ser Ala Ala Pro Ser Thr Leu Ser Leu Leu 
145 150 155 160 

Gly Pro Thr Phe Pro Gly Leu Ser Ser Cys Ser Ala Asp Leu Lys Asp 

165 170 175 

lie Leu Ser Glu Ala Ser Thr Met Gin Leu Leu Gin Gin Gin Gin Gin 

180 185 190 

Glu Ala Val Ser Glu Gly Ser Ser Ser Gly Arg Ala Arg Glu Ala Ser 

195 200 205 

Gly Ala Pro Thr Ser Ser Lys Asp Asn Tyr Leu Gly Gly Thr Ser Thr 

210 215 220 

lie Ser Asp Asn Ala Lys Glu Leu Cys Lys Ala Val Ser Val Ser Met 
225 230 235 240 

Gly Leu Gly Val Glu Ala Leu Glu His Leu Ser Pro Gly Glu Gin Leu 

245 250 255 

Arg Gly Asp Cys Met Tyr Ala Pro Leu Leu Gly Val Pro Pro Ala Val 

260 265 270 

Arg Pro Thr Pro Cys Ala Pro Leu Ala Glu Cys Lys Gly Ser Leu Leu 

275 280 285 

Asp Asp Ser Ala Gly Lys Ser Thr Glu Asp Thr Ala Glu Tyr Ser Pro 

290 295 300 

Phe Lys Gly Gly Tyr Thr Lys Gly Leu Glu Gly Glu Ser Leu Gly Cys 
305 310 315 320 

Ser Gly Ser Ala Ala Ala Gly Ser Ser Gly Thr Leu Glu Leu Pro Ser 

325 330 335 

Thr Leu Ser Leu Tyr Lys Ser Gly Ala Leu Asp Glu Ala Ala Ala Tyr 

340 345 350 

Gin Ser Arg Asp Tyr Tyr Asn Phe Pro Leu Ala Leu Ala Gly Pro Pro 

355 360 365 

Pro Pro Pro Pro Pro Pro His Pro His Ala Arg lie Lys Leu Glu Asn 

370 375 380 

Pro Leu Asp Tyr Gly Ser Ala Trp Ala Ala Ala Ala Ala Gin Cys Arg 
385 390 395 400 

Tyr Gly Asp Leu Ala Ser Leu His Gly Ala Gly Ala Ala Gly Pro Gly 

405 410 415 

Ser Gly Ser Pro Ser Ala Ala Ala Ser Ser Ser Trp His Thr Leu Phe 



420 425 430 

Thr Ala Glu Glu Gly Gin Leu Tyr Gly Pro Cys Gly Gly Gly Gly Gly 

435 440 445 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Glu Ala Gly Ala Val 

450 455 460 

Ala Pro Tyr Gly Tyr Thr Arg Pro Pro Gin Gly Leu Ala Gly Gin Glu 
465 470 475 480 

Ser Asp Phe Thr Ala Pro Asp Val Trp Tyr Pro Gly Gly Met Val Ser 

485 490 495 

Arg Val Pro Tyr Pro Ser Pro Thr Cys Val Lys Ser Glu Met Gly Pro 

500 505 510 

Trp Met Asp Ser Tyr Ser Gly Pro Tyr Gly Asp Met Arg Leu Glu Thr 

515 520 525 

Ala Arg Asp His Val Leu Pro lie Asp Tyr Tyr Phe Pro Pro Gin Lys 

530 535 540 

Thr Cys Leu lie Cys Gly Asp Glu Ala Ser Gly Cys His Tyr Gly Ala 
545 550 555 560 

Leu Thr Cys Gly Ser Cys Lys Val Phe Phe Lys Arg Ala Ala Glu Gly 

565 570 575 

Lys Gin Lys Tyr Leu Cys Ala Ser Arg Asn Asp Cys Thr lie Asp Lys 

580 585 590 

Phe Arg Arg Lys Asn Cys Pro Ser Cys Arg Leu Arg Lys Cys Tyr Glu 

595 600 605 

Ala Gly Met Thr Leu Gly Ala Arg Lys Leu Lys Lys Leu Gly Asn Leu 

610 615 620 

Lys Leu Gin Glu Glu Gly Glu Ala Ser Ser Thr Thr Ser Pro Thr Glu 
625 630 635 640 

Glu Thr Thr Gin Lys Leu Thr Val Ser His lie Glu Gly Tyr Glu Cys 

645 650 655 

Gin Pro lie Phe Leu Asn Val Leu Glu Ala lie Glu Pro Gly Val Val 

660 665 670 

Cys Ala Gly His Asp Asn Asn Gin Pro Asp Ser Phe Ala Ala Leu Leu 

675 680 685 

Ser Ser Leu Asn Glu Leu Gly Glu Arg Gin Leu Val His Val Val Lys 

690 695 700 

Trp Ala Lys Ala Leu Pro Gly Leu Arg Asn Leu His Val Asp Asp Gin 
705 710 715 720 

Met Ala Val lie Gin Tyr Ser Trp Met Gly Leu Met Val Phe Ala Met 

725 730 735 

Gly Trp Arg Ser Phe Thr Asn Val Asn Ser Arg Met Leu Tyr Phe Ala 

740 745 750 

Pro Asp Leu Val Phe Asn Glu Tyr Arg Met His Lys Ser Arg Met Tyr 

755 760 765 

Ser Gin Cys Val Arg Met Arg His Leu Ser Gin Glu Phe Gly Trp Leu 

770 775 780 

Gin lie Thr Pro Gin Glu Phe Leu Cys Met Lys Ala Met Leu Leu Phe 
785 790 795 800 

Ser lie lie Pro Val Asp Gly Leu Lys Asn Gin Lys Phe Phe Asp Glu 

805 810 815 

Leu Arg Met Asn Tyr lie Lys Glu Leu Asp Arg lie lie Ala Cys Lys 

820 825 830 

Arg Lys Asn Pro Thr Ser Cys Ser Arg Arg Phe Tyr Gin Leu Thr Lys 

835 840 845 

Leu Leu Asp Ser Val His Pro lie Ala Arg Glu Leu His Gin Phe Thr 

850 855 860 

Phe Asp Leu Leu lie Lys Ser His Met Val Ser Val Asp Phe Pro Glu 
865 870 875 880 



Met Met Ala Glu lie lie Ser Val Gin Val Pro Lys lie Leu Ser Gly 

885 890 895 

Lys Val Lys Pro lie Tyr Phe His Thr Gin 
900 905 



<210> 3 
<211> 895 
<212> PRT 

<213> Macaca mulatta 
<400> 3 

Met Glu Val Gin Leu Gly Leu Gly Arg Val Tyr Pro Arg Pro Pro Ser 

15 10 15 

Lys Thr Tyr Arg Gly Ala Phe Gin Asn Leu Phe Gin Ser Val Arg Glu 

20 25 30 

Val lie Gin Asn Pro Gly Pro Arg His Pro Glu Ala Ala Ser Ala Ala 

35 40 45 

Pro Pro Gly Ala Ser Leu Gin Gin Gin Gin Gin Gin Gin Gin Glu Thr 

50 55 60 

Ser Pro Arg Gin Gin Gin Gin Gin Gin Gin Gly Glu Asp Gly Ser Pro 
65 70 75 80 

Gin Ala His Arg Arg Gly Pro Thr Gly Tyr Leu Val Leu Asp Glu Glu 

85 90 95 

Gin Gin Pro Ser Gin Pro Gin Ser Ala Pro Glu Cys His Pro Glu Arg 

100 105 110 

Gly Cys Val Pro Glu Pro Gly Ala Ala Val Ala Ala Gly Lys Gly Leu 

115 120 125 

Pro Gin Gin Leu Pro Ala Pro Pro Asp Glu Asp Asp Ser Ala Ala Pro 

130 135 140 

Ser Thr Leu Ser Leu Leu Gly Pro Thr Phe Pro Gly Leu Ser Ser Cys 
145 150 155 160 

Ser Ala Asp Leu Lys Asp lie Leu Ser Glu Ala Ser Thr Met Gin Leu 

165 170 175 

Leu Gin Gin Gin Gin Gin Glu Ala Val Ser Glu Gly Ser Ser Ser Gly 

180 185 190 

Arg Ala Arg Glu Ala Ser Gly Ala Pro Thr Ser Ser Lys Asp Asn Tyr 

195 200 205 

Leu Glu Gly Thr Ser Thr lie Ser Asp Ser Ala Lys Glu Leu Cys Lys 

210 215 220 

Ala Val Ser Val Ser Met Gly Leu Gly Val Glu Ala Leu Glu His Leu 
225 230 235 240 

Ser Pro Gly Glu Gin Leu Arg Gly Asp Cys Met Tyr Ala Pro Val Leu 

245 250 255 

Gly Val Pro Pro Ala Val Arg Pro Thr Pro Cys Ala Pro Leu Ala Glu 

260 265 270 

Cys Lys Gly Ser Leu Leu Asp Asp Ser Ala Gly Lys Ser Thr Glu Asp 

275 280 285 

Thr Ala Glu Tyr Ser Pro Phe Lys Gly Gly Tyr Thr Lys Gly Leu Glu 

290 295 300 

Gly Glu Ser Leu Gly Cys Ser Gly Ser Ala Ala Ala Gly Ser Ser Gly 
305 310 315 320 

Thr Leu Glu Leu Pro Ser Thr Leu Ser Leu Tyr Lys Ser Gly Ala Leu 

325 330 335 

Asp Glu Ala Ala Ala Tyr Gin Ser Arg Asp Tyr Tyr Asn Phe Pro Leu 

340 345 350 

Ala Leu Ala Gly Pro Pro Pro Pro Pro Pro Pro Pro His Pro His Ala 



355 360 365 

Arg lie Lys Leu Glu Asn Pro Leu Asp Tyr Gly Ser Ala Trp Ala Ala 

370 375 380 

Ala Ala Ala Gin Cys Arg Tyr Gly Asp Leu Ala Ser Leu His Gly Ala 
385 390 395 400 

Gly Ala Ala Gly Pro Gly Ser Gly Ser Pro Ser Ala Ala Ala Ser Ser 

405 410 415 

Ser Trp His Thr Leu Phe Thr Ala Glu Glu Gly Gin Leu Tyr Gly Pro 

420 425 430 

Cys Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly Ala Gly 

435 440 445 

Glu Ala Gly Ala Val Ala Pro Tyr Gly Tyr Thr Arg Pro Pro Gin Gly 

450 455 460 

Leu Ala Gly Gin Glu Gly Asp Phe Thr Ala Pro Asp Val Trp Tyr Pro 
465 470 475 480 

Gly Gly Met Val Ser Arg Val Pro Tyr Pro Ser Pro Thr Cys Val Lys 

485 490 495 

Ser Glu Met Gly Pro Trp Met Asp Ser Tyr Ser Gly Pro Tyr Gly Asp 

500 505 510 

Met Arg Leu Glu Thr Ala Arg Asp His Val Leu Pro lie Asp Tyr Tyr 

515 520 525 

Phe Pro Pro Gin Lys Thr Cys Leu lie Cys Gly Asp Glu Ala Ser Gly 

530 535 540 

Cys His Tyr Gly Ala Leu Thr Cys Gly Ser Cys Lys Val Phe Phe Lys 
545 550 555 560 

Arg Ala Ala Glu Gly Lys Gin Lys Tyr Leu Cys Ala Ser Arg Asn Asp 

565 570 575 

Cys Thr lie Asp Lys Phe Arg Arg Lys Asn Cys Pro Ser Cys Arg Leu 

580 585 590 

Arg Lys Cys Tyr Glu Ala Gly Met Thr Leu Gly Ala Arg Lys Leu Lys 

595 600 605 

Lys Leu Gly Asn Leu Lys Leu Gin Glu Glu Gly Glu Ala Ser Ser Thr 

610 615 620 

Thr Ser Pro Thr Glu Glu Thr Ala Gin Lys Leu Thr Val Ser His lie 
625 630 635 640 

Glu Gly Tyr Glu Cys Gin Pro lie Phe Leu Asn Val Leu Glu Ala lie 

645 650 655 

Glu Pro Gly Val Val Cys Ala Gly His Asp Asn Asn Gin Pro Asp Ser 

660 665 670 

Phe Ala Ala Leu Leu Ser Ser Leu Asn Glu Leu Gly Glu Arg Gin Leu 

675 680 685 

Val His Val Val Lys Trp Ala Lys Ala Leu Pro Gly Phe Arg Asn Leu 

690 695 700 

His Val Asp Asp Gin Met Ala Val lie Gin Tyr Ser Trp Met Gly Leu 
705 710 715 720 

Met Val Phe Ala Met Gly Trp Arg Ser Phe Thr Asn Val Asn Ser Arg 

725 730 735 

Met Leu Tyr Phe Ala Pro Asp Leu Val Phe Asn Glu Tyr Arg Met His 

740 745 750 

Lys Ser Arg Met Tyr Ser Gin Cys Val Arg Met Arg His Leu Ser Gin 

755 760 765 

Glu Phe Gly Trp Leu Gin lie Thr Pro Gin Glu Phe Leu Cys Met Lys 



